Facilitation by foundation species commonly structures terrestrial and marine communities. Intraspecific variation in individual properties of these strong facilitators can affect the whole suite of the dependent taxa. Marine macroalgae often act as ecosystem engineers, providing shelter and substrate for numerous associated organisms. Epibiosis of foliose red algae, however, remains underexplored, especially in the high latitudes. Here we studied sessile macrobenthic assemblages associated with a foliose red algae Phycodrys rubens in the White Sea (66 • N) shallow subtidal, and the effect of individual plant properties on their structure. The blades of P. rubens develop annually, and it is possible to tell the young (usually larger) plant parts from the old ones. We hypothesized that epibenthic community structure depends on plant part age and size. We examined epibiosis on 110 plants at two sites, and the results generally supported our hypotheses. Old plant parts were several times smaller, and had higher total cover than young parts. Sponges strongly dominated the epibiosis on old parts, and young parts were dominated by polychaetes and bryozoans. Plant part surface area negatively correlated with total cover on young parts, while on old parts the relatioship was location-specific. On young parts the relative abundance of a polychaete Circeis armoricana increased with surface area, and the proportion of sponges decreased. The patterns indicate that epibenthic community structure is linked to the demography of an ecosystem engineer.
Introduction
Interspecific biotic interactions are powerful drivers of community structure. Though ecological research has long revolved around competition or predation, in recent decades the interest in positive interactions revealed the crucial role of facilitation [1, 2] . Facilitation of multiple dependent species by a strong facilitator ('foundation species', [3] ) is common in both terrestrial and aquatic ecosystems, with trees and corals being prominent examples.
Space is one of the most limiting resources in marine benthic communities [4] . Marine macrophytes act as secondary substrate and provide complex habitat architecture, functioning as ecosystem engineers [5] . By hosting numerous epibenthic taxa, they increase abundances and diversity in marine ecosystems (reviewed in reference [6] ). Although species composition, spatial structure and functioning of the epibenthic assemblages associated with brown and green algae have been extensively explored (reviewed in reference [7] ), macrobenthic epibiosis of red algae has been largely overlooked. The research has been focused on bacterial colonisation and algal anti-fouling activity (e.g., references [8] [9] [10] ). Epibiotic assemblages has been described mostly for red coralline algae (e.g., [11, 12] ), whilst the epibiosis bryozoans were C. annulata at Site K and E. pilosa at Site V. At the same time on young parts bryozoans comprised more than a half of total cover, with C. annulata dominating at Site K, and E. pilosa and C. hyalina at Site V. Sponges and C. armoricana were equally abundant here at both sites ( Figure 1 ). Average size of an individual or colony was either larger on old parts or was not affected by substrate age depending on the species and location (Table 4) . On a PCO plot plant parts sampled in September were grouped by age and site, while the old and young parts from same plants were generally shifted from each other along the vector of the sponges abundance ( Figure 2 ). Figure 1 . Dominant species composition (on piecharts) and average total cover (in white boxes) of epibiosis on young and old plant parts of Phycodrys rubens in July and September 2015. Piechart diameter denotes log total percent covers (frames pooled). Po -Porifera, My -juvenile Mytilidae (Musculus discors and Modiolus modiolus) (Bivalvia). Ch -Celleporella hyalina (Bryozoa), Cra -Cribrilina annulata (Bryozoa), Ep -Electra pilosa (Bryozoa). Ca -Circeis armoricana (Polychaeta). Cs -Calycella syringa (Hydrozoa), Oi -Orthopyxis integra (Hydrozoa), O -all other species. . Dominant species composition (on piecharts) and average total cover (in white boxes) of epibiosis on young and old plant parts of Phycodrys rubens in July and September 2015. Piechart diameter denotes log total percent covers (frames pooled). Po-Porifera, My-juvenile Mytilidae (Musculus discors and Modiolus modiolus) (Bivalvia). Ch-Celleporella hyalina (Bryozoa), Cra-Cribrilina annulata (Bryozoa), Ep-Electra pilosa (Bryozoa). Ca-Circeis armoricana (Polychaeta). Cs-Calycella syringa (Hydrozoa), Oi-Orthopyxis integra (Hydrozoa), O-all other species. To assess the distribution of P. rubens by surface area and roughly estimate its contribution to substrate pool for epibenthic organisms, we approximated the surface area of the plants not preserved for examination from their wet weight (in grams) based on linear relationships established from measurements of the plants examined in September 2015. Sessile epibiota was not removed prior to weighing because of logistical constraints. A single outlier extremely heavily fouled by sponges (having, in contrast to all other plants, a sponge weighing more than a plant itself) was excluded. We used separate relationships for young (S young , cm 2 ) and old (S old , cm 2 ) parts of the plant: S young = 27.189638 · Weight + 5.944277, R 2 = 0.68, n = 79, and S old = 6.942554 · Weight + 0.463375 R 2 = 0.72, n = 79.
For the plants with both young and old parts, we analyzed the relationship between the total cover of epibenthic organisms and plant part age (young or old), sampling month (July or September), and site (K or V) with beta-regression (see below), using individual plant ID as a random blocking factor nested in site × month interaction. Total cover of epibiosis on the plants with only a young part was analyzed with a reduced model with only month and site as predictors. To assess the relationships between multivariate community structure and plant part age, sampling month and location, we applied permutational analyses of variance (PERMANOVA, see reference [41] ) with the same factor sets. We used Bray-Curtis similarities calculated on fourth root transformed percent covers as a distance measure for PERMANOVAs, and visualized multivariate differences between the assemblages associated with plant parts of different ages in September (when both young and old parts were sufficiently covered) with principal coordinates ordination (PCO). We also compared average total cover and the covers of top abundant species between young and old parts of the plants with both young and old parts using the Wilcoxon matched pairs test, and between July and September-with the Mann-Whitney U-test (separately for young and old parts). The covers of top abundant species could not be analyzed in a similar fashion to total cover, since they had zero values, and the only available software implementation of zero-inflated beta-regression mixed models (i.e., supporting random effects) did not converge. Consequently, the covers of top abundant species were only compared between young and old plant parts by using pairwise tests as described above.
To assess the effects of location and individual size variation in the ecosystem engineer on the suite of dependent species, we examined the effects of site, P. rubens surface area and their interaction on total percent cover separately for young and old parts of P. rubens collected in September 2015 with beta-regression (see below). The effects of the same predictors on Shannon-Wiener species diversity and the number of species were analyzed with type III sum of squares ANCOVAs. We visualized multivariate differences between the assemblages associated with plants of different size and location with PCO based on the Bray-Curtis similarity matrix calculated on fourth root transformed percent covers. The effects of site, plant part surface area and their interaction on multivariate community structure were tested with PERMANOVA analyses [41] separately for young and old plant parts. The relationships between plant part surface area, sampling site and covers of 5 top abundant species were also analyzed with beta-regression. Since the two sites were intentionally selected to have contrasting hydrological regimes, the corresponding effect with two levels was treated as fixed in all the analyses. We did not combine assessing the effects of plant part surface area and age in a single model since many plants in September did not have an old part, and these were, on average, much smaller than the plants having both parts, which would lead to biased estimates.
For all the proportional data (total cover and relative covers of dominant species) where we fitted beta-regression models, we used zero-inflated distributions if zero observations occurred. We addressed heteroscedasticity by modeling the variances where this improved models' quality based on the generalized Akaike Information Criterion (AIC). In one case (relative covers of a bryozoan Electra pilosa on old blades) a zero-inflated model could not converge, since all the zero observations were concentrated at one site. Separate models for the two sites were fitted in this case. We checked distributions of residuals using a detrended quantile plot ('worm plot', [42] ). Analyses were conducted using the 'gamlss' package [43] for R [44] . To assess the effect of location and plant surface area on average individual size of epibenthic organisms we used type III sum of squares ANCOVAs with site, area and their interaction as predictors. Replicate 0.25 m 2 frames were pooled by site in all the analyses since (i) their number (2-3 per sample) was too small to be used as a random blocking factor in the models (at least 5-6 levels required), and (ii) plant areas, the proportion of young/old plant parts' surface areas, and total cover of epibenthic organisms showed no significant differences between the simultaneously sampled frames from the same site (Tables S4 and S5 ). In addition, we supplemented all the analyses supporting our main conclusions with alternative models where we included Frame as a fixed effect (see Tables S6-S10) , which had no principal effect on the results. Means are reported ± standard error (SE). All the raw data needed to reproduce the analyses are available as supplementary data (Supplementary File 1) .
Results
P. rubens was a dominant red algae in all the samples (Table S1 ). Smallest plants were most abundant, while largest ones contributed most substrate surface for epibionts (Table S2 , Figure S1 ), in total approximately 0.6-1.7 m 2 per 1 m 2 of the bottom in September 2015 and 2.4-3.3 m 2 in September 2016 (Table S3 ). In terms of surface area young parts of P. rubens in September were 2-3 times larger than old ones (Table S3) . Also, in September 2015, 57% of individual plants had only a young part and no old part compared to 17% in July. In July 2015 we found, in total, 24 species of sessile epibionts on 30 P. rubens individuals examined. There were 11 bryozoans, 9 hydroids, 3 bivalves, 1 ascidian, 1 spirorbid polychaete and unidentified sponges. In September 2015 there were 41 species of sessile epibionts: 20 bryozoans, 11 hydroids, 3 bivalves, 3 ascidians, 2 epiphytic red algae, 1 barnacle, 1 spirorbid polychaete and unidentified sponges on 80 P. rubens individuals examined. Total cover (sites and frames pooled) was several times higher in September (10.7 ± 0.9%) vs. July (2.6 ± 0.4%).
Effects of plant part age and month on total cover of epibenthic organisms were both significant ( Table 1, Table S6 ). Regardless of location and season total cover was much higher on old than young parts. The difference was significantly higher in July (15-20-fold) compared to September (3-5-fold) ( Tables 1 and 2 ). Total cover on young plant parts in September was dramatically higher than in July (Mann-Whitney U-test, Z = −7.374, p = 1.66·10 −13 , sites pooled). In July, in fact, young parts were almost clear of epibionts. The covers on old parts were also higher in September than in July (Mann-Whitney U-test, Z = −2.214, p = 0.0241, sites pooled). As a result, given the difference in size between young and old plant parts, in terms of substrate area covered in July, 25 ± 6% and 75 ± 6% of P. rubens epibionts occupied young and old parts, correspondingly (n = 6 frames, sites pooled). In September the proportion was 53 ± 9% and 47 ± 9% on young and old plant parts, correspondingly (n = 4 frames, sites pooled).
In July total and average numbers of species were lower on young plant parts than on old ones at both sites. In September, however, the number of species (being generally higher than in July) was lower on young parts only at Site K. While in July the Shannon-Wiener species diversity index was higher in the epibiosis on old parts compared to young ones, in September in contrast it became higher on young parts compared to old ones regardless of the location ( Table 2 ).
The effects of plant part age, month and location on multivariate community structure were all significant (Table 3, Table S7 ). Young plant parts in July were nearly empty, in September being co-dominated by bryozoans Cribrilina annulata, Celleporella hyalina and Electra pilosa, a serpulid polychaete Circeis armoricana, and sponges. Old parts, in contrast, were strongly dominated by sponges (especially in September) with C. annulata, E. pilosa, C. armoricana and juvenile mytilid bivalves as subdominants (Table 4, Figure 1 ). In July percent covers of sponges and C. armoricana were significantly higher on old parts regardless of the location. C. annulata, C. hyalina and juvenile mytilids either had equally low covers on old and young plant parts, or were significantly more abundant on old ones, depending on the location. E. pilosa was nearly absent (Table 4 ). In September sponges and juvenile mytilids were significantly more abundant on old parts than on young ones. E. pilosa displayed a similar distribution, but only at Site V where it was relatively abundant. In contrast, C. armoricana and C. hyalina were either equally abundant on young and old parts or more abundant on young parts, (Table 4) . In September C. armoricana and juvenile mytilid bivalves were subdominant on old parts at both sites, while the subdominant bryozoans were C. annulata at Site K and E. pilosa at Site V. At the same time on young parts bryozoans comprised more than a half of total cover, with C. annulata dominating at Site K, and E. pilosa and C. hyalina at Site V. Sponges and C. armoricana were equally abundant here at both sites (Figure 1 ). Average size of an individual or colony was either larger on old parts or was not affected by substrate age depending on the species and location (Table 4) . On a PCO plot plant parts sampled in September were grouped by age and site, while the old and young parts from same plants were generally shifted from each other along the vector of the sponges abundance (Figure 2 ). Table 2 . Average total cover, number of species and Shannon-Wiener diversity index (H') of epibiosis on Phycodrys rubens by month, site and plant part age in 2015 (frames pooled). (Musculus discors and Modiolus modiolus) (Bivalvia). Ch -Celleporella hyalina (Bryozoa), Cra -Cribrilina annulata (Bryozoa), Ep -Electra pilosa (Bryozoa). Ca -Circeis armoricana (Polychaeta). Cs -Calycella syringa (Hydrozoa), Oi -Orthopyxis integra (Hydrozoa), O -all other species. Since in July we did not sample largest plants, which contribute the most substrate surface, the connection between the epibiosis structure and plant surface area was studied based on September samples. Total cover of epibionts on young and old plant parts had different relationships with their surface area (Table 5 and Table S8 , Figure 3) . The relationship was negative for the total cover on young plant parts at both sites. The smallest plants with the total area of the young part being less than 10 cm 2 had young parts that were 3.1%-38.8% (9.7 ± 1.1% on average) covered, while the total cover of young parts in the largest plants (young part >50 cm 2 ) never exceeded 8.6%. Total cover on young parts at Site K was generally lower than at Site V. In contrast, the effect of surface area on total cover of old plant parts was site-specific, strongly positive on Site V and almost absent at Site K (Table 5 and Table  S8 , Figure 3 ). The total cover on old plant parts at Site K was higher than at Site V.
Parameter
On young plant parts, the Shannon-Wiener diversity index (H', calculated from percent covers) and the number of species both significantly increased with surface area with a slope that was different between the sites (there was a significant Site × Area interaction). On old parts only the number of species was positively affected by the plant part surface area, while H' was not affected neither by area nor by location (Table 6, Table S9 ). Plant surface area and location significantly affected the multivariate community structure both on old and young plant parts ( Table 7, Table S10 ). On the PCO plots plant parts of both age grouped by sampling site (along the primary axis of variation) and along the surface area gradient (secondary axis of variation) (Figure 4, Figure 5 ). Table 5 for details on beta-regression models).
On young plant parts, the Shannon-Wiener diversity index (H', calculated from percent covers) and the number of species both significantly increased with surface area with a slope that was different between the sites (there was a significant Site × Area interaction). On old parts only the number of species was positively affected by the plant part surface area, while H' was not affected neither by area nor by location (Tables 6, S9 ). Plant surface area and location significantly affected the multivariate community structure both on old and young plant parts (Tables 7, S10 ). On the PCO Table 5 for details on beta-regression models). (Figures 4, 5) . Four of the five top abundant taxa (hereafter 'dominants') on old and young plant parts in September 2015 were common: Circeis armoricana, Cribrilina annulata, Electra pilosa and sponges. While Celleporella hyalina was the fifth one on young parts, old blades were co-dominated by juvenile mytilids. Together these 5 top abundant taxa contributed 79.9 ± 2.7% (n = 46) of total cover on old plant parts, and 79.6 ± 1.9% (n = 80) on young parts (sites and frames pooled). Composition of these dominants strongly changed with the surface area on young parts and much less on old ones. In terms of relative abundances, either plant part surface area or its interaction with Site affected C. armoricana, C. hyalina and sponges on young parts, and only C. annulata on old parts (Table 8, Figure  6 ). In addition, average colony size in C. hyalina on young parts was negatively correlated with area (Table S11) . C. armoricana relative cover on young parts increased with area at both sites (but faster at Four of the five top abundant taxa (hereafter 'dominants') on old and young plant parts in September 2015 were common: Circeis armoricana, Cribrilina annulata, Electra pilosa and sponges. While Celleporella hyalina was the fifth one on young parts, old blades were co-dominated by juvenile mytilids. Together these 5 top abundant taxa contributed 79.9 ± 2.7% (n = 46) of total cover on old plant parts, and 79.6 ± 1.9% (n = 80) on young parts (sites and frames pooled). Composition of these dominants strongly changed with the surface area on young parts and much less on old ones. In terms of relative abundances, either plant part surface area or its interaction with Site affected C. armoricana, C. hyalina and sponges on young parts, and only C. annulata on old parts (Table 8, Figure 6 ). In addition, average colony size in C. hyalina on young parts was negatively correlated with area (Table S11) . C. armoricana relative cover on young parts increased with area at both sites (but faster at Site K) ( Table 8) . Its individual size also slightly increased with area at Site V (Table S11) . Sponges, in contrast, decreased their relative abundance (slightly slower at Site K) on larger young parts at both sites (Table 8) . Overall, on young parts only C. armoricana of all the dominants showed similar constant increases of area covered with increasing substrate area at both sites ( Figure 6 ).
On old plant parts, C. annulata was the only dominant species with relative abundance significantly affected by surface area of P. rubens. However, the effect was negative at Site V, where the covers of C. annulata were very low, and almost absent at Site K, where this bryozoan was abundant. In addition, while the non-zero values of C. annulata relative abundance decreased with increasing area, the frequency of its absence also decreased on larger plants (as indicated by a significant effect in Nu-model, see Table 8 ), further reducing the net effect. Table 8 . Effects of plant part size (surface Area of the corresponding part, cm 2 ) and location (Sites K or V) on relative abundances of 5 top abundant species on young and old plant parts of Phycodrys rubens in September 2015: zero-inflated (logit link) beta-regression, mean (logit link) and variance (log link) modeled, frames pooled. I-intercept, Sources of variation: S-Site (K), A-plant part surface area. The model did not converge for E. pilosa on old blades since all the zero observations were at Site K, thus two separate models for the two sites were fitted. Significant terms in mean and zero models highlighted in bold. Site K) ( Table 8 ). Its individual size also slightly increased with area at Site V (Table S11 ). Sponges, in contrast, decreased their relative abundance (slightly slower at Site K) on larger young parts at both sites (Table 8) . Overall, on young parts only C. armoricana of all the dominants showed similar constant increases of area covered with increasing substrate area at both sites ( Figure 6 ). On old plant parts, C. annulata was the only dominant species with relative abundance significantly affected by surface area of P. rubens. However, the effect was negative at Site V, where the covers of C. annulata were very low, and almost absent at Site K, where this bryozoan was abundant. In addition, while the non-zero values of C. annulata relative abundance decreased with increasing area, the frequency of its absence also decreased on larger plants (as indicated by a significant effect in Nu-model, see Table 8 ), further reducing the net effect. Table 8 for details on models). Dots mark auxiliary non-randomly sampled 5 largest plants per frame (see Methods for details). Table 8 . Effects of plant part size (surface Area of the corresponding part, cm 2 ) and location (Sites K or V) on relative abundances of 5 top abundant species on young and old plant parts of Phycodrys rubens in September 2015: zero-inflated (logit link) beta-regression, mean (logit link) and variance (log link) modeled, frames pooled. I -intercept, Sources of variation: S -Site (K), A -plant part surface area. The model did not converge for E. pilosa on old blades since all the zero observations were at Site K, thus two separate models for the two sites were fitted. Significant terms in mean and zero models highlighted in bold.
Species
Variance Model Figure 6 . Area covered and relative percent covers of dominant sessile species on young and old parts of Phycodrys rubens by plant part surface area in September 2015. Fit lines plotted where plant part area effect or its interaction with Site were significant (see Table 8 for details on models). Dots mark auxiliary non-randomly sampled 5 largest plants per frame (see Methods for details).
Discussion
At both locations studied, Phycodrys rubens was the dominant seaweed and added substantial substrate space to a habitat. Consistent with our hypotheses plant part age and size both correlated with species composition and abundances. Old parts were dominated by sponges with total percent cover of epibionts differently affected by surface area depending on the location. Young parts were dominated by bryozoans and spirorbid polychaetes, and had lower total percent cover which was negatively affected by surface area regardless of the location.
Macroalgae as foundation species can host a rich epibiotic community, comprised mostly of epiphytic algae and sessile invertebrates [15] . The number of species and diversity of epibiosis associated with P. rubens were similar to other epibiotic assemblages in high latitudes, both on brown [30, 45, 46] and red algae [13, 47] . Species composition was consistent with scarce data on red algae epibiosis in the White Sea, with bryozoans being the most abundant and species-rich group [13, 48] . Particularly, bryozoans Electra pilosa, Celleporella hyalina, Cribrilina annulata, and serpulid sedentary polychaetes are common in boreal and arctic epiphytic assemblages associated with kelps and red algae [13, 45, 47] . However, according to our findings, the epibiosis on P. rubens lacked any abundant epiphytic algae, which tend to subdominate alongside bryozoans [45] or predominate [46] in comparable systems. The number of species was similar to the only estimate available for P. rubens epibiosis [13] .
In marine benthic habitats substrate space is commonly in short supply [4, 49] . It is either released from occupants by disturbance events, clearing 'Type I patches' sensu Sousa [50] , or created anew by habitat engineers like seaweeds or bivalves, which serve as substrate for epibiosis ('Type II patches'). P. rubens blades are typical Type II patches. Species composition and abundances of the residents of such a patch can generally result from the interplay of colonization history and further survival driven by interspecific interference and predation or grazing [51] . Colonization history, in turn, is most affected by propagule supply and larval selectivity, while interspecific interactions depend on space deficiency and relative competitive ability; substrate longevity should affect both.
Our results revealed the relationships between the plant part age, total cover and species composition of Phycodrys-associated epibiotic community. Substrate age can directly result in a higher number of species and total cover on older plant parts: these have been exposed to potential colonizers for longer (from 1 to 3 years) and could accumulate the results of recruitment, which often has strong interannual variation [52, 53] . This, however, can only affect species with a long enough lifespan. The colony lifespan at least of the two dominant bryozoans, E. pilosa and C. annulata, is limited mostly by substrate lifetime and reaches up to 2-3 years. Both species definitely can make it through winter [54, 55] as their zooids hibernate during the cold season and emerge again with rising water temperature. Though the data on longevity of sponges in our study region is scarce, the lifespan of common species, Myxilla incrustans and Iophon piceus, in the White Sea is reported to exceed 4 years [56] . Taking into account that sponges are generally longest-living animals [57] , the species inhabiting Phycodrys (presumably Mycale sp. and Halichondria sitiens) are likely to last long and successfully overcome the cold season. Mytilid bivalves found on P. rubens (Musculus discors and Modiolus modiolus) are also perennial: M. discors has a lifespan of 2-5 years [58] , and M. modiolus can last for 50 years or more [59] . However, these species do not necessarily stay always attached to a same substrate: like other mytilids they can use macroalgae as a transitional habitat for juveniles [60, 61] . Another dominant bryozoan, C. hyalina, in contrast, has an annual lifespan [62] . Similarly, largest individuals of a serpulid polychaete C. armoricana are found on the thalli Laminaria that renew each year [63] . Interestingly, consistent with these species-specific differences in life histories, relatively short-living C. armoricana and C. hyalina in September on at least at one site had higher abundances on young plant parts compared to old ones. The dominants with longer lifespan were either more abundant on old parts or not affected by substrate age (Table 4) .
Old parts of P.rubens are closer to the bottom than young ones, potentially causing the difference in flow velocity and illumination. However, possible consequences of this difference are complicated. Decreased flow beneath macroalgae resulting in increased sedimentation affects feeding performance and lowers growth rates in bryozoans, bivalves and cirripedes, at the same time being beneficial for serpulid polychaetes and sponges [64, 65] . Flow intensity also affects larval settlement of sessile invertebrates (reviewed in reference [61] ). While settling bryozoans Bugula turrita and Tubulipora sp. or a serpulid polychaete Pseudochitinopoma occidentalis prefer the zones of reduced flow velocity and turbulence, a hydroid Tubularia crocea is attracted by higher velocities [66, 67] . The difference in lighting conditions resulting in microalgal turf development intensity may be beneficial for sponges or ascidians [64, 68] , but disadvantageous for serpulids [64] . On Fucus serratus several epiphytic sponges are more abundant on relatively rigid fibrous basal segments of Fucus serratus due to selective settling or differential early survival [7, 69] .
Heavier fouling itself can further facilitate some species to colonize old Phycodrys parts. Extensively covered by epibionts old parts become more rigid and rugged, which may favor other epibionts. Primary epibionts commonly provide more suitable substrate for the secondary ones than a basibiont, developing 'fouling cascades' [70] . Intensive fouling can reduce the amount of anti-fouling chemicals released by algae [14] which also can provide positive feedback for subsequent arrivals. On the other hand, settling larvae of many invertebrate species strictly prefer younger parts of marine macroalgae [71] [72] [73] [74] [75] . This mechanism allows the vulnerable postlarval stages to occupy the most long-living and unfouled part of the basiphyte. In particular, bryozoans Membranipora sp. and Scrupocellaria reptans prefer basal growing parts of kelp [71, 73] , while Alcyonidium hirsutum and Flustrellidra hispida settle mostly on the frond tips-the youngest parts of Fucus serratus [72] . A spirorbid polychaete Neodexiospira brasiliensis selects the youngest regions when settling on seagrasses species [75] , while Spirorbis corallinae and S. pagenstecheri show the same pattern on Laminaria digitata [71] .
With several times higher total percent cover (up to 36% in September on Site V, see Table 2 ) and much longer existence term, the epibiosis on old plant parts must experience the pressure of interspecific interference. While competition can hardly shape community structure on young parts having total cover within 10%, on old parts the importance of overgrowth interactions is quite expectable. In tropical epibioses species abundances and composition are commonly determined by the relative competitive strength of epibionts [76] [77] [78] . Almost nothing is known though of the competitive hierarchies among benthic sessile invertebrates in polar regions. Yet, the strong dominance of sponges, which is the most important feature of old Phycodrys blades compared to young ones ( Figure 1, Figure 2) is seemingly caused by their highly competitive strength. Indeed, based on the studies in temperate and tropical waters higher taxonomic groups have the following competitive hierarchy: ascidians (mostly colonial) and sponges are superior in relation to bryozoans, and the latter are better competitors for space than cirripedians, polychaetes and hydroids [79] .
In particular, on coral reefs at Rio Bueno, Jamaica, sponges are the strongest overgrowth competitors for space which results in their ultimate dominance on older regions of coral undersurfaces, with young coral edges left for inferior competitors including cheilostome bryozoans [80] . Alongside remarkable resistance to environmental stresses (e.g., references [81, 82] sponges can exhibit strong allelochemical effects on their competitors [76, 83, 84] .
Consistent with our observations on the Phycodrys-associated community, epibiosis on macroalgae commonly varies across a single thallus age-, structure-or function-dependently [30, 74, [85] [86] [87] [88] [89] [90] . On Lobophora variegata (a brown alga) community structure strongly depends on the blade side. Upper-and undersides show different species composition, and undersides also harbor greater numbers of individuals. The supposed advantages of an underside include (i) providing potential shelter from herbivorous grazers, (ii) hosting several species of secondary basiphytes, (iii) containing lower amounts of defensive substances, which serve as anti-fouling and anti-grazing agents [85] . Epibiosis on a common brown kelps Saccharina latissima and Laminaria digitata show the decrease in species diversity on older parts of the lamina [30] . One of possible reasons for such a decline is that the distal (and oldest) part of the lamina is mostly exposed to physical stress and tissue decay. Algal epiphytes of a kelp Ecklonia radiata are, in contrast, most abundant on oldest parts of the thalli [86] . While the authors propose the length of time spent in water as a principal determinant of these age-related differences, the position in the water column and surface rugosity are also considered important.
In addition to plant parts' age, epibiosis on P. rubens was also related to their surface area. At both sites, total percent cover on young plant parts dropped on larger plants, while the proportion of solitary organisms, number of species and diversity increased. On old plant parts (which were several times smaller than young parts) the effect on total cover was location-specific, species diversity was constant, while the number of species also increased with substrate surface area. Similarly, in the epibiosis of Fucus serratus, plant size affects abundances and within-plant distribution of sponges and tunicates [91] . In marine benthic communities there are also other Type II biogenic habitat patches where epibiosis is affected by substrate surface area. The relationship between patch size and community structure is best studied in the systems with strong competition for substrate space. There the larger the patch, the higher the probability that one would be colonized by poorly-recruiting strong competitors (tunicates or sponges), causing space monopolization [51] . Patch size thus shifts the principal structuring process from colonization to interspecific interference. On young P. rubens parts total percent cover is much lower, and the role of competition for space unlikely is important. Consistently, the relative abundances of potentially strong competitors (modular organisms, especially sponges) did not increase, but, on the contrary, decreased on larger plants (Table 8 , Figure 6 ). Our results suggest that the effect of substrate size on the epibiosis of relatively large and lightly fouled young parts is driven by recruitment limitations of dominant species. It looks like only a polychaete Circeis armoricana of top abundant species had a strong enough propagule supply in 2015 to maintain nearly constant percent cover despite the substrate size and sampling location ( Figure 6 ). Other dominants underperformed either at one of the sites (bryozoans) or on both (sponges). A bryozoan Celleporella hyalina had also smaller mean colony size on larger plants. This may either reflect that substrate size affects colony growth or results from seasonal variation in recruitment: largest plants could be colonized during the heaviest settlement peak, which might coincidentally be the latest leading to smaller (younger) colonies. Settlement and survival conditions on larger plants can be less advantageous compared to smaller ones: a major part of young blades in large plants is located further from the bottom than in small ones, and consequently is more exposed to the flow. Increased flow velocity may in turn negatively affect larval settlement, colony growth and feeding in many epibiotic species (reviewed in reference [7] ).
The effects of substrate size observed on relatively small and close to the bottom (compared to young ones) old Phycodrys parts are less interpretable. Here, much higher total percent cover strongly increased with the substrate surface area at Site V and slightly decreased at Site K. Cribrilina annulata was the only dominant species with relative abundance affected, and the effect was also location-specific, but inverse. While sponges constituted more than a half of average total cover on old blades, their relative abundances exhibited no relationship with substrate size. Importantly, in contrast to young plant parts, which clearly have developed within the recent season, old parts comprise the blades of variable undetermined age, possibly different for the two sites. This, together with a plethora of other factors, including the location-specific difference in flow regime, could contribute to the observed inconsistency in plant size effect between the sampling locations. The relationship between the substrate area and the number of species was positive both on young and on old plant parts. This result is rather obvious. Indeed, larger plants have a higher probability of hosting rare species with limited propagule supply, and at the same time are more complex due to a higher number of blades, while patch size and habitat complexity are both known to increase the species number [92] .
The proportion of young and old parts and the size of an individual plant reflects the ontogenetic stage of P. rubens and local growth conditions. In addition to the limited data on potential community-wide effects of ontogenetic variation in an ecosystem engineer for seaweeds [90] , the examples from terrestrial habitats are available. For instance, species diversity and composition of lichens epiphytic on ash trees changes significantly with tree age [93] . In tropical rainforests species richness of ants and herbivore insects increases with host tree size, which also affects species composition [29] . Similarly, the observed effects of individual P. rubens properties on the associated epibiosis show how the demography of this ecosystem engineer can generate a spatial structure for the entire community.
The patterns documented here can result from multiple interacting processes. A survey of interannual variation in community structure is seemingly needed to interpret the observations on epibiosis covering old blades, where the traces of multiple previous years accumulate. While only manipulative experiments can reveal causal relationships behind the correlations we found, understudied systems like the one described first need observations to provide the context for further experiments [94] . Phycodrys rubens grows in easily accessible shallow subtidal, where the disturbance level is low. An individual plant commonly has a small rock or gravel as a substrate, thus offering a convenient unit for field and laboratory manipulations. Epibenthic community associated with P. rubens is thus potentially a perfect system for further experiments aimed towards isolating the contributions of colonization, interspecific interference and possible grazing to the patterns observed.
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